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Sex specification of germline cells by epigenetic regulation in mice
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We conducted studies on mechanisms underlying sex differentiation of mouse
primordial germ cells (PGCs). By transcriptome analysis, we identified gene expression profiles
specific for male and female PGCs, respectively; which could lead sex differences at early stage of
PGCs. We successfully obtained global information of comprehensive histone modifications of PGCs by
ChlP-seq analysis. Interestingly the data demonstrated sex specific difference of histone
modifications, which would regulate sex specific gene expression of PGCs. Furthermore, transgenic
mice lacking Sry, sex-determining region Y, were produced by genome editing procedure and we showed
molecular mechanism underlying depletion and dysfunction of XY oocytes. This project provides
further insight into epigenetic regulation for differentiation of female and male germ cells.
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