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Epigenetic modification is not inherited in general. However, it has been
reported that the modification is inherited from parents to progenies. In this study, we tried to
analyze such inheritance by using two strategies. One is transgenic mice in which histone
modification is altered, and the other is the system using artificial regulation of g erm cell
specific small RNAs, piRNAs (PIWI interacting RNAs). Unfortunately, the former strategy does not
work by some unknown reasons. In contrast, the latter strategy has enabled us to analyze the mice
in which abnormalities of DNA methylation took place in their male germ cells. Meanwhile, we have
carried out the molecular mechanisms of piRNA production, which underlie the DNA methylation of male

germ cells.
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