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The following studies were conducted.
1) In IGARSS 2015, a special session about the social application of the remote sensing imagery was
orgenized with Columbia University. 2) Disturbance strom index was accurately predicted by
regression model based on physical measurements about the solar activity. 3) Gene regulatory network
was estated by sparse modeling of regression model on time-series of global gene expressions. 4)
For super high-resolution land covering imagery, multi-label classification was proposed by machine

learning by the use of hierarchical structure of the output layer and spatial dependency of the
input layer.
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