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Development of aguatic environment restoration technology using molecular
breeding strain of cyanotoxin-degrading bacteria

SHIMIZU, Kazuya
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In this study, we completed the whole genome sequence of
microcystin-degrading bacteria, and then made and used various molecular breeding strains to
identify microcystin degradation pathway and intracellular localization of microcystin-degrading
enzymes. We got the results that MIrA degrade most microcystin analogues. In addition, we have
constructed an aquatic environment restoration technology by useful bacteria, protozoa, and
micro-animal that can be utilized at the site which is occurred cyanobacterial bloom.

This research has shown the possibility of innovating water treatment technology utilizing
molecular breeding strains and also provides the aquatic environment restoration and water treatment
technology that can be used on the actual site.
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