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NMR approach for the functional structural analyses of human membrane proteins
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In this study, we have developed a novel and cost-effective strategy for P.
pastoris expression systems to selectively incorporate 13C into methyl groups of Val and Leu by
using the alpha-ketoacid precursor. Methyl-specific isotopically-labeled samples are quite pivotal
for 1nvestigating the structures and interactions of large macromolecules such as membrane proteins
by solution NMR. We further established an experimental procedure to prepare NLP-reconstituted human

membrane protein (C99) which allows analyzing membrane proteins in lipid bilayer membranes by
solution NMR. Our NMR analysis revealed that the lipid composition in the bilayer remarkably
influences structure and dynamics of the transmembrane helix region.
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