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Establishment of integration free swine iPS cell
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Induced ﬁluripotent stem cell was developed by Dr. Yamanaka in Kyoto
University in 2006. We established pig derived iPS cell with the expression of reprogramming six
factors including Oct3/4, KIf4, Sox2, c-Myc, Nanog, Lin28. Our established pig derived iPS cell can

maintain the normal chromosome pattern when it compared with iPS cell with four reprogramming
factors. Furthermore, our established iPS cell showed activated status of X chromosome for both of
maternal and paternal allele, indicating that our status of our established iPS cell is close to the

embryo before implantation. Additionally, we carried out the whole genome transcriptome analysis
with next generation sequencer among parent fibroblast and iPS clone 1 and 2. Our established
method would contribute to the progress of the livestock sciences.
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transcriptome analysis of pig induced pluripotent stem cells derived from six and four
reprogramming factors. Sci Data (FEFHdH V) 6, 2019, 190034.
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