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Species-dependent neural function organized by non-coding RNAS
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Vast majority of the fundamental research prgjects on the mammalian brain
utilize the mouse systems. However, morphological and functional differences between primates and
rodents evidently exist, and therefore, the molecules that underlie the generation of the
differences need be identified. In this study, focusing on the promoter-associated non-coding RNAs
$pancRNAs), the comprehensive databases have been made for 5 different mammalian species. Now
unctional pancRNAs are being screened, that potentially differentiate the neural stem cell
behaviors depending on species.
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