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For colonization and invasion to animal cells, some pathogenic bacteria such
as Streptococcus target glycosaminoglycans present in host extracellular matrices. In this study,
streptococcal phosphotransferase system involved in the import of a glycosaminoglycan hyaluronan as
well as the bacterial degradation/metabolism mechanisms of the fragmented hyaluronan were clarified
by molecular and structural biolo?y. A novel ABC transporter was also identified in Streptobacillus
to be an importer of fragmented glycosaminoglycans. Based on results obtained here, inhibitors of

these bacterial molecular machineries are expected to become promising agents for the bacterial
infectious diseases.
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