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Analysis on the involvement of the new transcriptional elongation regulator
Med26 in mixed acute leukemia
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In this study,we addressed the mechanisms how Med26 and SEC collaborate to
release the paused Pol Il and clarified the mechanism of promoting tumor growth. Furthermore, we
clarified how Med26 regulates the transcriptional expression of the distinct genes by recruiting two

distinct transcription elongation complexes SEC and LEC.
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