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Oil production of bloom forming algae in conjunction with fish aquaculture in
Mekong delta
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In search of potential microbial resources for the production of valuable
oil, we examined the green algal strains that had been isolated from aquaculture ponds of the
mudskipper, Pseuddapocryptes elongates in Mekong Delta. The 18S-rRNA gene sequences revealed most of

the algae were affiliated with Oocystaceae, had better growth characteristics (specific growth
rates and maximum growth yield). A couple of the algal strains even showed greater extent of oil
accumulation and fatty acid diversity per cell than that of Chlorella vulgaris. We also examined
bacteria associated with the non-axenic strains of Oocystis based on the bacterial 16SrRNA amplicon
sequencing. The predominant bacteria in the late log phase of the algal growth included those
affiliated with Rhizobiaceae, Brevundimonas, and Sphingomonas, all of which had been known for their
ability to promote algal growth. Predominant bacteria varied sensitively in response to the change
in salt condition of algal culture.
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