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Clarification of epigenetic pathological mechanisms in pulmonary hypertension
through Japanese high-volume sample library
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In this stud¥, we aimed to search for novel causative genes of pulmonary
arterial hypertension (PAH) and to elucidate the roles of long non-coding RNA in PAH by collecting
large samples from Japanese PAH patients. SOX17 and RNF213 were identified as novel causative genes
of PAH by whole exome sequencing. Furthermore, we succeeded in narrowing down long non-coding RNAs
(IncRNAs), which are thought to have the important epigenetic roles for the pathogenesis of PAH
through multidisciplinary analysis including IncRNA array.
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