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Analysis on circular RNAs potentially related to spinocerebellar ataxia type 31.
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Circular RNAs (circRNAs) are a type of non-coding RNAs whose functions are
yet to be unveiled. Intronic Alu sequences have been shown to be important for the systhesis of
CcircRNAs. We aimed to clarify the effect of microsatellite expansions associated with Alu, which
sometimes result in neurodegenerative disorders, on the synthesis and metabolism of circRNAs. The
mutation responsible for spinocerebellar ataxia type 31 (SCA31) is an example of such microsatellite

expansions, and we tried to identify the effect of the SCA31 mutation on potential circRNAs
orginating from BEAN1 and TK2, the genes harboring the SCA31 mutation. We conducted RT-PCR on brain
specimens of SCA31 autopsy samples and of mutant human BEAN1 transgenic mice in various conditions,
but we could not found DNA fragments resulting from potential circRNAs of BEAN1 and TK2. We could
not obtain findings suggesting the involvement of circRNA(S) in the pathogenesis of SCA31.
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