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Prognostic factors of diffuse lower-grade gliomas

Aoki, Kosuke
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Diffuse lower-grade gliomas (LGGs) are genetically classified into three
distinct subtypes based on IDH mutation and 1p/19q codeletion. However, the subtype-specific effects
of additional genetic lesions on survival are largely unknown. In this study, we revealed the
subtype-specific effects of genetic alterations and clinicopathological factors on survival in each
LGG subtype, using Cox proportional-hazard regression modeling in our cohort. These results were
largely confirmed using the dataset from The Cancer Genome Atlas. Our findings suggest that
subtype-specific genetic lesions could stratify patients for better management.
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