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Search for target molecules for a novel therapeutic agent of Chlamydia
trachomatis by the analysis of characteristics of the bacterium changed into

aberrant bodies.
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One of causes for the chronic infection of Chlamydia trachomatis is the
morphological change to aberrant body (AB). It is known that chlamydia could change into AB by
various stresses such as the exposure to penicillin or IFN-y , but the detail characteristics of AB
is unclear. In this study, we showed that the expression of lysosomal marker was increased in
penicillin-induced AB infected cells compared with normal chlamydia or IFN-y -induced AB infected
cells. In addition, penicillin-induced AB tended to show low viability compared with normal
chlamydia or IFN-y -induced AB. Furthermore, the expression of CT228, CT232, CT365 and CT849 which
were predicted as chlamydial effector proteins of type Ill secretion system changed in
penicillin-induced AB. These results suggested that CT228, CT232, CT365 and/or CT849 play some roles

in the lysosomal fusion with chlamydial vacuoles and changes of the expression of these protein
affected the viability of penicillin-induced AB.
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