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Structural study of the higher order chromatin structure formed by HP1BP3
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We have aimed to determine the structure of the fundamental unit of higher
order chromatin formed by human HP1BP3, the recently identified linker histone in human. However, it
was difficult to purify the HP1BP3 protein at high yield necessary for the structural studies.
Therefore, we selected the functional homolog of HP1BP3 in S. pombe. The protein was expressed as a
soluble recombinant protein in E. coli, and purified in high quality. Furthermore, we established
the method to reconstitute S. pombe nucleosomes in vitro. We purified the four canonical core
histones in S. ﬁombe (H2A, H2B, H3, and H4, which share 79%, 68%, 92%, and 91% amino acid sequence
homology with their human counterparts). Using S. pombe histones and a 146-base-pair DNA, we
successfully reconstituted nucleosomes in vitro. We confirmed that the HP1BP3 homolog in S. pombe
bind the nucleosome.
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