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Regulation of DNA repair pathway choice by early DNA damage response factors.
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NBS1 and ATM are DNA damage response factors that are involved in an early
step of the cascade. Molecular analysis showed that NBS1 has a novel function to enhance a
particular pathway of the ATM signaling and the DSB repair system. Our results suggest that NBS1
might regulate DSB repair via pinpoint control of ATM signaling pathway.
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