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Biomarker discovery of colorectal cancer metastasis from cancer tissues and
verification in plasma exosomes by targeted proteomics.
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Early detection of colorectal cancer (CRC) metastasis is crucial to improve
the prognosis. Although, the numerous research elucidate the mechanism of CRC metastasis, the
effective biomarker have not yet been established. Recent advances in target proteomics have enabled

high-throughput verification of hundreds of biomarker candidate proteins. Within the past few
years, extracellular vesicle (EV) have emerged as important mediators of intracellular communication

and to play the pathologic role in several disease including cancer. In this study, we aimed to
verify CRC biomarker candidate proteins in EVs from CRC patient blood by a targeted proteomic method
called selected reaction monitoring (SRM). As the result of quantitative proteomic analysis, 4967
proteins were identified and 182 proteins were differentially expressed between metastatic and
non-metastatic cancer tissues. Then, we verified these marker candidate proteins in EVs from CRC
patient blood by SRM analysis.
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