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Mechanism of how core transcription factors are involved in regulating
transcription and post-transcriptional mRNA fate
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TFIID, the largest GTF comprising TBP and 14 TAFs, and its related complex

SAGA play critical roles in transcriptional activation by regulating TBP-DNA interactions.
Previously, we suggested an intriguing possibility that CLN2 mRNA generated by TFIID or SAGA
(designated as CLN2 mRNA [TFIID] or [SAGA], respectively) could produce two types of CIn2 that carry
distinct functions.

Here we demonstrate that TFIID and/or SAGA are regulated in two steps: the UAS first specifies TFIID
or SAGA as the predominant factor on a given promoter, and then the core promoter structure guides
the pertinent factor to conduct transcription In an appropriate manner. Furthermore, we also
demonstrate that two distinct types of RNA binding proteins are involved in translational control of
CLN2 mRNA in conjunction with the RAM signaling pathway.
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