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Elucidation of the structural basis for the interaction of the ribosomal stalk
protein with aminoacyl-tRNA synthetase
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The ribosomal stalk protein moves in a broad range on the ribosome. The
ribosomal stalk protein directly interacts with and recruits the translation factors to the
ribosome. On the other hand, recentlg it was found that the ribosomal stalk protein also binds to
aminoacyl-tRNA synthetase and contributes to the efficient supply of aminoacyl-tRNA to the
translation elongation factor. In our present research, we first conducted the analysis of the
interaction between the ribosomal stalk protein and aminoacyl-tRNA synthetase. The results suggested

that the N-terminal region of the C-terminal domain of the stalk protein is important for the
binding. In addition, we obtained the microcrystals of the stalk protein-aminoacyl-tRNA complex.
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