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Structural analysis of membrane-deforming SYLF domain proteins
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SYLF domain is a new member of membrane-deforming protein implicated in
endocytosis. The crystal structure of SYLF domain of thermophilic bacteria Thermotoga maritima was
determined at 2.2 angstrom resolution Based on the structure, a predicted loop region of human SYLF
domain was deleted. The modified human SYLF domain could be crystallized and structure was
determined at 2.0 angstrom resolution. SYLF domain adopts a novel fold and the basic surface patches

were expected to interact with membrane.
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