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Function of the AAA ATPase Cdc48 in mitochondrial morphology regulation

Esaki, Masatoshi
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Mitochondria form tubular structures during vegetative growth and undergo
consecutive division and fusion. We have shown that the AAA ATPase Cdc48 is required for the fusion
and for turnover of the fusion-responsible mitochondrial outer membrane protein Fzol. In this study,

we found that two Cdc48-interacting proteins, Ubp3 and Ubx2, are involved in mitochondrial fusion
and Fzol turnover, respectively. Ubp3 facilitates degradation of Ubpl2, a down-regulation factor for
the fusion-responsible modification of Fzol, thereby facilitating mitochondrial fusion. By
contrast, Ubx2 facilitates Fzol turnover without affecting mitochondrial morphology.
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