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Molecular clutch between ATP and proton motors in ATP synthase
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(1)1t was shown that inter-subunit interactions within rotor components is
altered under uncoupling state. (2)Recovery of the coupling by the inter-subunit cross-linking has
not been observed so far. (3)It was shown that one third of the TFoFl molecules may be incomplete.
(4) A mutant epsilon subunit with higher affinity for ATP was obtained. (5) The physiological
significance of the regulation of ATP synthase in Bacillus subtilis was clarified.
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