©
2015 2017

Thermodynamic _analysis of pressure- and temperature-dependent structural changes
of amyloid fibril and its oligomeric intermediates

Sakurai, Kazumasa
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B2m oSyn AB

Amyloid fibrils are insoluble proteinaceous aggregates, related with several
diseases. During their formation reactions, oligomeric intermediates were known to appear.
Knowledge of thermodynamics of such intermediate states are relevant to understanding the mechanism
of fibrillogenesis. We planned to control the population of the fibril and intermediate states by
adjusting the pressure and temperature conditions, then spectroscopically characterize the targeted
states. Unfortunately, since irreversibility of fibrillogenesis was confirmed, ideal thermodynamic
analysis was considered to be inappropriate. Therefore, we focused our efforts on finding the
conditions where the intermediate states will dominantly populate and characterizations of
structural properties of such states. According to this aim, we investigated condition-dependent
structural changes of B 2m o Syn AP and discussed the contributions of these intermediate state
to the fibrillogenesis based on the obtained results.
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