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Mechanism of de novo methylation by DNMT3 in development
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Chemical modification of genomic DNA by methyl-group is an epigenetic
mechanism that stably maintains gene regulatory programs in cells for long-term. In this study, we
focused on DNA methyltransferase Dnmt3 family that establishes new methyl modifications in the
genome. We generated an experimental system using mouse ES cells for analyzing regulatory mechanisms

of Dnmt3 protein complex.
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