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Diversity of gastrointestinal microbiota of Eulipotyphlan mammals
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Eulipotyphlan mammals have no fermentative chamber as like fore-stomach or
cecum, are insectivorous, and posses many primitive morphological characters. In this study, we
analyzed the gastrointestinal microbiota of 4 eulipotyphlan mammals (Mogera wogura, Urotrichus
talpoides, Suncus murinus, and Crocidura watasei). Interestingly, our analyses could not detect
Bacteroidetes that is one of the major bacterial group within mammalian gastrointestinal tract.
Furthermore, the level of diversity of microbiota is lower than other small mammals those have
fermentative chambers. These result suggest that eulipotyphlan mammals have a characteristic
consortium of gastrointestinal microbiota having the potential of primitive consortium of
gastrointestinal microbiota of mammals.
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