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Investigation of genomic region involved in pathogenicity of Verticillium
dahliae on tomato.

USAMI, Toshiyuki
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Pathogenicity mechanisms of Verticillium dahliae, a causal agent of wilt
disease of various dicot plants, are unknown. In this study, genetic recombination between two
strains of V. dahliae was performed to find a genomic region involved in pathogenicity of this
fungus on tomato. And it was found that a genomic region (approx. 113 kbpg completely accorded with
patho?enicity of V. dahliae on tomato. Therefore, this genomic region possibly includes some gene(s)

involved in pathogenicity of V. dahliae on tomato.
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