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The genistein-specific induction of Bradyrhizobium japonicum TetR family
structural genes was caused by a repressor function. The multidrug efflux pump of the TetR family
could be induced early in the symbiosis and functionally regulate the expression profiles of
symbiosis genes by adjusting the intracellular genistein concentration by its efflux having

cytggoxicity. The results showed a new paradigm that TetR family plays an important role in
symbiosis.
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