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Analysis of NAD metabolic pathway in Mycobacterium tuberculosis and elucidation
of its compensatory pathway
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In this research project, we mainly analyzed the functions and structures of

mycobacterial enzymes involved in the NAD biosynthetic pathway. The optimal conditions for
expressing Rv0212c, Rv1901c, Rv3199c, and Rv3393 of Mycobacterium tuberculosis in Escherichia coli
were determined. We found that Rv3393 shows nucleoside hydrolysis activity. In addition, we showed
that the structure of the substrate-binding site of phosphoribosyl diphosphate synthase from M.
smegmatis differs from that of human phosphoribosyl diphosphate synthase. Furthermore, the enzymatic

properties of Rv3257c and Rv3308 from M. tuberculosis and the three-dimensional structure of the
nucleotide phosphorylase from M. avium were determined in detail.
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K A 7eBIF A THEAE 100 5 AL EA TS
2o TEY, & HITEHL TIEHBEFOPUR L
VTR 2 735 922 FRIRF PR A % 1 R0 8 22 9 I
BE A RERMEL > T2 (Global
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THVE TICRHEEE L, AT DR
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DFEAR 72 HERE 2 R AT L C X 72, & Z CTAIZE
PR T, Bl &K NAD AR ICRE b -
TNDPERECHEE N RN CTh D ¥ VNI 'E
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Rv0212¢, Rv1901c, Rv3199c, M TFRv3393 ¥
SN7E, WONIT NAD A RRICHEET 5
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BELORIE I IMER DM TENR D H Z &
Ze L U7z, RRICHURE A H R PRPP A R 2 D
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RO KT v 72—y b1 oL L
THEZLNTND Z LD, RUFERRETHE
SRR, R TS Tl < SRR
PURRTEIZ & A 2N 2 BRI O BRI IR U2 <
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