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Redox regulation of ethylene signal transduction pathway involved in the
regulation of seed germination In rice
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Glutaredoxins (GRXs) function in the regulation of various cellular
processes through redox regulation of proteins. In a previous study, | have found that a rice GRX

isoform, OsGRXC2;2, is involved in the regulation of seed germination in rice. In this study, |
examined the regulatory role of OsGRXC2;2 in germination using its overexpressing and knock-down

lines. The results suggest that 0sGRXC2;2 regulates seed dormancy and germination through
phytohormones, ethylene and abscisic acid.
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“ Advances in Rice Research for Abiotic Stress Tolerance”




