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Host preference and seed dispersal of hemiprasite Buckleya lanceolate
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We evaluated host preference in Buckleya lanceolate quantitatively while
comparing the root abundance of host species to the number of parasite root (haustorium) in
Chamaecyparis obtusa - Castanopsis cuspidate forest. We dug soil the around root of four B.
lanceolate and got 798 parasite root. The host of parasite root were identified by DNA barcoding and

extraction liquid of root grinded. Three individuals had much number of parasite root of fine root
in C. obtusa and one individual had much in C. cuspidate. B. lanceolate often formed a small
parasite root to fine root and was not almost observed the state that parasite root adhered to an
extremely large host root. We conclude that B. lanceolate preferred slightly fine root of C. obtuse.
Productivity of fine root in host trees is likely significant factor in selection by B. lanceolate.
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