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The abundance of the humpback whales migrating to Okinawa waters in winter
for breeding has been currently increasing, thus it is necessary to obtain further biological
information including genetic structure, vital rate and population trends for management and
conservation of this stock as well as minimizing risks due to increasing this stock. While it had
been believed that they were ?enetically myophilﬁ before starting the present project, additional
analyses on new samples revealed some different haplo-types of mitochondrial DNA sequences due to
other breeding grope were found among new samples, suggesting some incomings other genetic sure to
Okinawa waters. It was also noted probable new breeding sites are going to be organized in Amami and

Hachijo Islands suggesting from the photo-identification. There were accumulations of data on
population analyses including local movements and population trends, but further data
analysis/analyses are necessary from now on.
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