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Attempts to confer resistance to bacterial pathogens on fish by feeding bacteria
to fish larva

SUGA, Koushirou
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In this study, attempted to confer resistance to bacterial pathogens on fish

by feeding bacteria to fish larva. Quantitative PCR (qPCR) was applied for counting the number of
bacteria.

In order to investigate the effect of different DNA purification kits in counting bacterial cells
using gPCR, we compared two methods; the bacterial culture dilution method, in which the DNA is
purified after 5 steps of a ten-fold serial dilution of bacterial culture, and the DNA dilution
method, which the DNA is diluted after purification with the optimum cell number of bacteria. In
both methods, we used three types of DNA purification kit. Our results showed the lowest Ct value
and high DNA recovery rate were obtained using Chelex resin. The survival rate of the fish larva,
which fed the zooplankton containing bacteria, was equivalent to that of the control. Tissue
section analysis revealed that there was no difference the bacteria-fed fish larva and control.
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