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Detection of miRNA associated with pork marbling
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To identify molecular markers which are associated with IMF content in pork
carcass, we aimed to detect differentially expressed genes including functional genes and microRNA
(miRNA) genes, and to investigate relationships of those in longissimus dorsi (LD) muscle. Pork
carcasses were produced by Landrace and Large White crossbred sows mated with a novel Duroc strain
producing highly marbled carcass. IMF content was measured using Soxhlet extraction apparatus.
Simultaneous gene expression analyses were conducted using Agilent microarrays for 44K messenger-RNA

(mRNA) specific to pig genome and 80K micro-RNA (miRNA) including all pig and human miRNAs
available from public databases.
The miRNA array detected four significant miRNAs which were all upregulated in High IMF carcasses.
Additionally, six functional genes were detected as downregulated genes in High IMF carcasses. The
result suggests that miR-373-5p might be available molecular marker to estimate IMF content of pork
meat.
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hsa-miR-1183 2,665 0.333 55.242 2.00E-05 0.01005 0.01005
ssc-miR-4331 2.079 0.039 21.254 0.00026 0.04934 0.04934
hsa-miR-718 1.795 -0.103 20.232 0.00029 0.04934 0.04934
hsa-miR-373-5p  1.991 -0.004 20.063 3.00E-04 0.04934 0.04934
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RPS24 -5.083 0.342 -14.871
S0D1 -5.437 0.525 -10.365
LHX8 -6.220 0.643 -9.672
TMEM35 -6.877 0.761 -9.035
FTH1 -3.603 0.418 -8.626
ATP5J2 -3.760 0.442 -8.516
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Comparison of gene expression regulation
in pork carcasses differing in
intramuscular fat content.
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