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Cronobacter spp., former Enterobacter sakazakii, was re-classified, and
divided into 7 species and 3 subspecies. These species have the differences in their morphology and
stress tolerance, however, their difference in virulence is still unknown. Cronobacter spp.
transfer to infants via contaminated powdered milk. In this study, 5 species and 3 subspecies of
Cronobacte spp. were examined their pathogenicities using established animal models. Male MGW
gerbils were inoculated the bacterium, and bacterial numbers in mesenteric lymph node after 4days of

infection were compared. In another model, mice were administrated with Penicillin G and
streptomysin prior to bacterial infection to remove intestinal microflora. From these results, all 5
species tested in this study have the ability of colonization in gut, breakthrough of intesitinal
barrier, and translocation into abdominal organ, suggesting they have the similar levels of risk to
human Cronobacter infection per oral.
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