©
2015 2017

Disease specific modification and glycosylation dynamism of acute phase protein
in severe disease conditions
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For the purpose of changes of acute phase proteins and glycosyation
modification in severe disease conditions, monoclonal antibodies (MAb) against bovine and murine
alpha-1 acid glycoproteins (AGs) and bovine pro calcitonin (PCT) were prepared. MAbs against bovine
AGP might recognize the epitope in C terminal region and the conformational epitope, but
quantification ELISA was not established. In murine, MAbs against different epitopes in C terminal
region of AGP were obatained and ELISA was established. In murine model with inflammation, serum AGP

levels were increased in contrast with control and glycosyation modification of AGP with higher
molecular weight. MAbs against bovine PCT recognized epitopes in N and C terminal regions, and
quantification ELISA was established. Serum PCT levels were detected in cases with bovine
respiratory disease, but not in healthy group, and higher PCT levels were quantified in continuous
febrile group than in defervescent group.
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