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Elucidation of the splicing regulatory function of an intrinsically disordered
protein PQBP1
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PQBP1 is composed of a small folded WW domain and a large disordered region.
PQBP1 binds to a splicing factor WBP11 and a spliceosomal protein U5-15kD. The hydrophobic area of
U5-15kD interacts with the YxxPxxVL motif located in the C-terminal region of PQBPl. In this study,
we have shown that the interaction between PQBP1 and U5-15kD is attenuated by the binding of the
N-terminal WW domain of PQBP1 to WBP11l. Our results also showed that the interaction between U5-15kD
and U5-52K strengthen the interaction between U5-15kD and PQBP1.
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Table 1. The dissociation constant (K;) between
the  US-15kD PQBPI.
LD-PQBP1-CT43 is immobilized on sensor chip

surfaces.

mutants and

U5-15kD Kq (uM)
Wild-type 36.5+£9.2
D15A 28.4+1.2
E22A 46.0+3.3
ES0A 47.240.6
D68A 201.249.9
K71A 59.1+3.1
E74A 176.8+29.4
K88A 57.3+5.0
H89A Nobinding
E117A 41.6+£3.9
RI21A 68.6+6.8

Table 2. The dissociation constant (K;) between
the PQBP1 mutants and U5-15kD. U5-15kD is

immobilized on sensor chip surfaces.

PQBP1-CT43 Kgq (uM)
Wild-type 27.44+2.0
P244A 39.6+3.7
Y245F >250
Y245V No binding
P246A >250
S247A 74.1+8.1
G249A >250
G249V No binding
V251L No binding
V251F No binding
L252V No binding
L252F No binding
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Table 3. The Ky values of U5-15kD-U5-52K,
U5-15kD, and U5-52K-GYF. LD-PQBP1-CT43

is immobilized on sensor chip surfaces.

Proteins Kq (UM)
US-15kD-U5-52K 2.3+0.3
U5-15kD 36.5£9.2
US5-52K-GYF No binding
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