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In this research, we explored how functions of Cdtl and RecQ4, proteins
known to play essential roles in DNA replication initiation, give influences on cellular mechanisms
to maintain the genome stability. Previously, we have shown that Cdtl suppresses nascent strand
elongation during DNA replication. In this research, we newly obtained results suggesting that this
effect is independent of the licensing activity of Cdtl and does not need re-replication induced by
additive Cdtl. Moreover, we showed that BLM, a product of a gene which mutation causes Bloom
syndrome, and RecQ5 possibly suppresses severe effects of re-replication due to over expression of
Cdtl in cultured cells. For RecQ4, our results indicate that its N-terminal region inhibits Ku70/80
to bind DNA double strand break sites, and suppresses non-homologous end joining in cell free
extracts.
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