©
2015 2018

LC/ MS

Genotyping of Toxic Animals and Plants by Liquid Chromatography/High Resolution
Mass Spectrometry

Miyaguchi, Hajime

2,900,000

100 base
DNA

DNA

For rapid and accurate genotyping for forensic purpose, we developed a
method for determining the monoisotopic mass of a PCR product by LC/HRMS using a
commercially-available reverse-phase silica monolith column and a high resolution mass spectrometer.
The approach developed has been applied for the differentiation of toxic pufferfish species based
on the use of the PCR-RFLP method, which is the first example for species differentiation of animals
using MS. A major poisonous plant (Cicuta virosa) and the similar edible one (Oenanthe javanica)
were also genotyped successfully.
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These mismatch bases were converted due to 3'—5' exonuclease
activity of Pfu DNA polymerase.
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Mass2basecomp  veos  (c)waime ivaguchi Back
Query moneisotopic mass (Da) 18926.21620
Mass tolerance (ppm) 1.00
O 5'-phosphate
Monoisotopic Basa composition Length  Trueness
mass (ppm) A T G c (base)  (ppm)
| 18926.19767 17 6 7 33 63 0.98
18926.20125 20 11 25 4 60 0.79
I 18926.20139 23 21 5 13 62 0.78
18926.20591 18 5 14 25 62 0.54
[ 18926.20062 24 20 12 5 61 035 ]
18926.21414 19 4 21 17 61 0.11
18926.21428 22 14 1 26 63 0.10
18926.22237 20 3 28 9 60 -0.33
18926.22251 23 13 8 18 62 -0.33
18926.23060 21 2 35 1 59 -0.76
18926.23074 24 12 15 10 61 -0.77
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