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Analysis of the medaka intestinal atresia mutant
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Intestinal atresia (IA) is one of the congenital malformation of the
intestine which causes bowel obstruction. To elucidate the molecular and genetic mechanism of
intestinal atresia, | analyzed medaka mutant that shows IA during embryogenesis. By positional
cloning, | identified the causal gene that encode the gene involved in cytoskeletal regulation.
Histochemical analysis revealed that apoptosis and epithelial-mesenchymal-transition are not in
involved in IA of this mutant and abnormal accumulation of F-actin was observed in the mutant
intestine. In addition, the treatment with myosin 11 specific inhibitor, blebbistatin, rescued 1A
phenotype, suggested that enhancement of actomyosin bundle formation is involved in IA in the mutant

embryos.
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Control (DMSO) +Blebbistatin
Phenotyepe WT 1A WT 1A
Genotype #or+l- - Hror+- - Hor+- - HEor+- -
# of embryos 34 2 0 9 30 5 0 0

WT, wild-type; IA, intestinal atresia
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