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Dissection of the regulatory mechanisms of male germ stem cell by DNA
methylation mediated through transcription factors
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We previously identified the epigenetic checkpoint where various epigenetic
factors and modifications are changed during male germ stem cell differentiation. In this study, we
identified the seed enhancers that showed drastic changes during the male germ stem cell
differentiation. We also observed chromosomal localization of the genomes where DNA methylation
levels were up-regulated during the stem cell differentiation.
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