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A role of age-related DNA methylation change in disease pathogenesis
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DNA methylation sites whose methylation level changes with aging were
identified on 7 gene regions. Among them, ELOVL2 involved in blood levels of EPA and DHA, and KLF14
involved in type 2 diabetes were included. The age-responsive epigenome region of the ELOVL2 was
observed in mice, and it is remarkable in the lung, spleen and large intestine. This suggested that
it is fundamental biological phenomenon conserved beyond species. Eﬁigenomic changes affecting
onset of myocardial infarction were identified. We also elucidated the characteristics of the
epigenome in LCL derived from human. In addition, the increase in DNA methylation of KLF14 with
aging was reproduced in mouse adipocytes and showed that it is promoted by a high fat diet.
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