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Regulation and diversity of ligands for NK receptors in immunity

NKG2D 129
MIC129V

HIV-1 1kBLp*01
IkBL HIV-1

V129M

MICA

V/M
NFKBIL1 1kBL

1kBLp*01

Natural-killer group 2 member D (NKG2D), a C-type lectin molecule, is an
activating receptor. In human, UL-16 binding protein (ULBP) / retinoic acid early transcript 1
(REAT1) family and MHC class | chain-related gene, MICA and MICB, are known to encode ligands for
NKG2D. A polymorphism causing a valine to methionine exchange at positionl29 affects binding to
NKG2D, cytotoxicity, interferon-y release by NK cells and activation of CD8+ T cells. We
investigated whether the polymorphism affects susceptibility to inflammatory disease such as
Ulcerative colitis (UC), Crohn"s disease (CD) and Takayasu disease. We found significantly higher
frequencies of MIC129V/V in patients with UC or Takayasu disease whereas no association was found

for CD.
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MICA-129
Val/val

%CD OR P % OR P % OR
61.2 1.14 ns 85.9 4.415.21E-06| 78.4 2.79
30.2 0.87 ns 12.9 0.32 0.0003 | 21.6 0.53

58.0

Val/Met 33.5

Met/Met 8.5 85 0.00 ns 1.2 0.13 0.02 0 0.05

Positivity

Val 91.5 91.5 1.00 ns 98.8 7.80 0.02 100 18.95

Met 42.0 38.8 0.87 ns 14.2  0.235.21E-06| 42.0 0.36

Gene frequency

Val 74.7 76.4 1.09 ns 92.3 4.08 1.53E-06| 89.2 2.94

Met 25.3

23.6 0.92 ns 7.7 0.25 1.53E-06 10.8 0.34

(85.9% vs 58%,
OR=4.41, p=1.04E-06) V/M
(12.9% vs 33.5%, OR=0.32, p=0.0003)
129V
(78.4% vs 58%, OR=2.79,
p=0.0004) 129M
(0 vs 8.5%, p=0.002)
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