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Nagasaki atomic bomb survivors timor tissue bank and exhaustive analysis of the
molecular pathology
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We have been conducting a cohort study of tissue bank for cancers which were
freshly resected from A-bomb survivors together with information on the A-bombing and medical data.
To assess the quality of RNA in this biobank, we investigated the level of RNA degradation and its

correlation with frozen tissue storage period/yield of extracted RNA in each organ. The quality of
extracted RNA in biobank was significantly influenced by storage period, site of tissue,
normal/tumor tissues, and yield of extracted RNA, suggesting a necessity of careful quality control
in each site of tissue. Furthermore, using nucleic acid extraction DNA, we conducted the exhaustive
analysis of A-bomb survivors’ lung cancer by aCGH method. It was shown that short-distance group
(<2km from hypocenter) were more size and frequency of the region of gene amplification and the
deletion in the tumor region than a long-distance group( 2km) in each lung adenocarcinoma and
squamous cell carcinoma.
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Organ N Malignant Benign Non-neoplasia

Breast 145 134 3 8
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