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Subclassification of gastrointestinal stromal tumor and elucidation of
prognostic factors - approach by non-coding RNA
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This study was aimed to reveal the tumorigenesis and biological behavior of
gastrointestinal stromal tumor (GIST) in terms of non-coding RNA expression. Differences of
expression among organs and between low grade and high grade were examined. We reviewed c-kit, PDGFR
o and other gene mutations and comprehensively analyzed microRNA expression. The expression of
microRNAs was not significantly different among different organs (esophagus, stomach, duodenum,
jejunum, ileum, colon, rectum, and extragastrointestinal organs), although cluster analysis revealed

three groups according to the different organs. Comparison of low grade and high grade groups
identified differentially expressed microRNAs, which were associated with cell proliferation and
metastatic potential.
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