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Insights into the molecular machinery involved in regulating Plasmodium
liver-stage proliferation
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The protozoan parasites Plasmodium is the etiological agents of malaria that

is transmitted by the Anopheles mosquito to human. The Plasmodium liver-stage parasite represents
the first of the intracellular infectious step in human following a mosquito bite, and this
asymptomatic stage forms many thousands of merozoites with have undergone tremendous multinuclear
hyper-proliferation. Some Plasmodium species generate a dormant uninucleate parasite during
liver-stage development termed the hypnozoite which persists for months or even years following an
infection. The developmental decision-making that controls promotes proliferation (or dormancy) in
Plasmodium liver-stage is made before nuclear segregation. However, the detailed molecular mechanism
(s) that regulates proliferation is poorly understood. We employed the rodent malaria models P.
berghei to reveal molecular insights into Plasmodium liver-stage development.
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Fig 1. Conserved hypothetical protein gene, containing SET domain
(tentatively named SET-TA)
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Fig 2. LC3-association with the parasitophorous vacuole membrane of
Plasmodium berghei liver stages follows a noncanonical
autophagy pathway
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Incorporation of LC3 into the PVM depends on ATG5, but not on FIP200.
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