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Analysis of molecular mechanisms in arthropod-borne bacterial infection

Shimizu, Takashi

3,800,000

(Francisella tularensis)

Y| IglE
IgiC

In this study, we elucidated molecular mechanisms of Francisella tularensis

important for colonization in arthropods and pathogenesis in human cells.
To elucidate these molecular mechanisms, we developed new infection models using tick and silkworm.
Using these infection model, we identified several factors of F. tularensis important for the
colonization and pathogenesis.

In addition, we analyzed the relationship between type VI secretion system (T6SS) of F. tularensis
and its pathogenesis. We demonstrated T6SS effector IglE inhibited intracellular trafficking of host

cells, and that IgIC was associated with ubiquitin-proteasome system for its pathogenesis.
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