©
2015 2017

Development and clinical application of guantity profile analysis to i
inflammatory allied transcription factor activity by fluorescence correlation
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As for the quantity transcription factor activated analysis, an ELISA method
is used at a study level. We developed new experimental apparatus for the detection of inflammatory
allied transcription factor activity based on fluorescence correlation spectroscopy (FCS), which is
able to analyze binding between DNA and protein in the liquid phase. We made each fluorescence DNA

probe which specifically bound to NF-k B, AP1, NF-IL-6, SP1, NF-AT or OCT1l. To assess the
applicability of the FCS method, we quantitated each transcription factor activity in the human
lymphocytes stimulated with TNF-a , LPS, or PMA/lonomycin. In results, 1.5-fold increased NF-k B and
AP1 activity was measured two hours after stimulation with TNF-a or PMA/lonomycin. The quantity
transcription assay by the FCS method is quick, simple, easy and high-throughput analytical method,
compared to the ELISA method.
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