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Global analysis of cancer-tissue-derived microRNA to improve treatment outcome
of cancer of unknown primary

OKOSHI, Yasushi
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To assess the primary tumor of metastatic lesion, we investigated microRNA
(miRNA) expression patterns using formalin-fixed, paraffin-embedded (FFPE) lymph node tissues.
Initial analysis of 31 samples from 11 types of tumor resulted that the primary site was correctly
predicted in 71 %. To achieve higher accuracy, we noticed that an endogenous reference gene for
miRNA expression analysis had not been identified in FFPE lymph node with metastatic cancer. A
suitable endogenous reference gene should be evaluated to avoid misinterpretation of data and
identify true changes in miRNA expression levels. Finally, we found that the combination of three
miRNAs, miR-24/miR-103a/let-7a, could be used as a suitable endogenous reference in a lymph node

with metastatic cancer.
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