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The impact of hemoxygenase-1 (HO-1) on the treatment outocome after bone marrow
transplantation and the possibility of HO-1 as a new therapeutic target
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We investigated the impact of the Fc receptor-like 3 variant s3761959 on

transplantation outcomes in a cohort of 1029 patients who underwent unrelated HLA-matched bone
marrow transplantation (BMT) for hematologic malignancies through the Japan Marrow Donor Program. We

revealed that the recipient T/T genotype was associated with significantly better overall survival
rates and a lower incidence of treatment-related death than the recipient C/C or C/T genotype.
Tacrolimus (FK506) calcineurin inhibitor is an effective immunosuppressant which is essential to
prevent allograft rejection. We showed that FK506 impaired the function of coagulation and
fibrinolytic systems and permeability in the human umbilical endothelial cells in vitro. Moreover,
pre-treatment of recombinant thrombomodulin prevented these endothelial dysfunction.
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