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Analysis of environmental pollution route of antimicrobial resistance from the
wild animals using difference in their feeding habits
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It is an important problem to control the pollution of the natural
environments with antimicrobial-resistant (AMR) bacteria. We examined the prevalence of AMR bacteria
in the wild animal with different feeding habits. The third generation cephalosporin-resistant
Escherichia coli and quinolone-resistant E. coli were found in wild boars (Carnivore) and great
cormorants (Piscivore), but not in deer gHerbivore). Thus, our results suggested that prevalence of
AMR bacteria was associated with the feeding habit of wild animals.
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A4/2%  Ec-C-1 ‘WB_KNK-19 AMP-CEZ-CTX-TET tet(A)
Ec-C-8  WB_KNK-21 AMP-CEZ-CTX-TET  ret(A)
Ec-C-92  WB_GAF AMP-CEZ-CTX blacyy-2
Ec-NA-20 WB_KNK31 AMP-CEZ-CTX-GEN- aac (3)-11d, aad A5, blacTX-M-14,
NAL-CIP-SXT blaTEM-1b, df A17, mph (A). sul |
HhTD NA-23 G_GC-11 AMP-CEZ-CTX-TET- aadAS5, blacMy-2, bla TEM-1b,
NAL-CIP-CHL-SXT catAl,dfr A7, st A, strB, sul2,
tetB
CEX-37  G_GC-15 AMP-CEZ blaTEM-1b, mph (A).
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St # No. AnimalNo. _ 83Ser _ 87Asp 80Ser _ 84Gh NAL _CPP
{73 EcNA-48 WB _KNK4l Leu  Asn Tle WT >128 >4
EcNA-4  WB_KNK23 Leu  Asn Ile Val >128 >4

Ec-NA-20 WB KNK31 _ Leu WT Ile WT >128 2

HTY NA-2S G_GC-13 Leu  Asn Tle WT >128 >4
NA-32 G _GC-15 Leu  Asn Ile WT >128 >4
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